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The effects of soil disinfection on microbial community succession studied based on meta-analysis
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Abstract: Soil microorganisms are an important part of ecosystem. The fumigants, as broad-spectrum bactericidal and
nematocidal agents, also have significant effects on soil microbial communities. In this paper, meta-analysis was used to
integrate the published data and systematically analyzed the effects of soil disinfection technology on soil bacterial and
fungal communities. The results showed that the effect of soil disinfection on microbial community varied with the

fumigant type, dosage and time. The results provided data support for understanding the effect of soil disinfection
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technology on soil ecology.
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